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|BACKGROUND | [SOURCE |

Newly synthesized proteins emerging through the endoplasmic reticulum (ER) Ramp4/4-2 (G-16) is an affinity purified rabbit polyclonal antibody raised
membrane enter a unique environment for folding and assembly by associated against a peptide mapping within an internal region of Ramp4-2 of human
proteins. RAMP4 (ribosome-attached membrane protein 4), also designated origin.

SERP1 (stress-associated endoplasmic reticulum protein family member 1) and
RAMP4-2 (ribosome-associated membrane protein 4-2), also known as SERP2 | PRODUCT |
(stress-associated endoplasmic reticulum protein family member 2), are sin-
gle-pass type IV membrane proteins that localize to the ER and belong to the
RAMP4 family. RAMP4 and RAMP4-2 may interact with target proteins during
translocation into the lumen of the ER and protect unfolded target proteins Blocking peptide available for competition studies, sc-85115 P, (100 pg
against degradation during ER stress. After termination of ER stress, RAMP4 peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).
and RAMP4-2 are involved in facilitating glycosylation of target proteins.
RAMPA4 consists of 66 amino acids and is encoded by a gene located on |APP|—|CAT|ONS |

Each vial contains 100 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.

human chromosome 3, whereas RAMP4-2 is encoded by a gene located on Ramp4/4-2 (G-16) is recommended for detection of Ramp4-2 and Ramp4 of
human chromosome 13 and is composed of 61 amino acids. mouse, rat and human origin by Western Blotting (starting dilution 1:200,
dilution range 1:100-1:1000), immunoprecipitation [1-2 pg per 100-500 pg of
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|RESEARCH USE |
For research use only, not for use in diagnostic procedures.

| CHROMOSOMAL LOCATION | See our web site at www.scbt.com or our catalog for detailed protocols and
support products.

Genetic locus: SERP1 (human) mapping to 3q25.1, SERP2 (human) mapping to
13q14.11; Serp1 (mouse) mapping to 3 D, Serp2 (mouse) mapping to 14 D3.
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